<hml version="1L0.1" xmins="http:// schemas.omdp.org/spec/hmlf 1.0.17

wsi:schemalocation="http://schemas.nmd p.org/spec/hmif1.0.1 hitp://fschemas.nmdp.org/spec/hmlf1.0.1/hmi-

L0 1 xsd”™ xmlnsssi="http:/ fenanw.w3.org/ 2001, XMUSchema-instance” project-names="%**%%"3

<hmlid root="744" extension="552290-2021-11-10" />

<reporting-center reporting-center-id="" />

<sample id="Sample 1D 5" center-code="">

<collection-method>Whaole Blood</collection-method =

<typing date="2021-11-10" gene-family="HLA"™ >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34,0">
glstring>HLA-A®01:01:01:01 HLA-A*01 D 10002 N HLA-A*01 201 20103/ HLA-A*01:01:01:04/HLA-
ATDL0L:01:05/HLA-A®DL:0L:01:06/HLA-AT01:01:01:07 /HLA-AD1:01:01 :08/HLA-A®D L0101 - 09/ HLA-

AL 0110/ HLA-A®DLO0L01L 11/ HLA-A®DL:01:01: 12/ HLA-A®01:01:01: 13/H LA-A®01:01-:01: 14/ HLA-

ATOLO0L0L: 15/ HLA-A®OL:01:01: 16/HLA-A®01:01:01: 1 7/ HLA-A*01:01:01: 18/HLA-A*01:01:01: 19/ HLA-
A*01:01:01:20/HLA-A*01:01:01:2 1/HLA-A*01:01:83/HLA-A*01:01:84/HLA-A*01:01 :93/HLA-A01:01:94,/HLA-

A*01: 2480/ HLA-A*D1:25 1/HLA-A®D1:252 /HLA-A*D1:276/HLA-A*01:27 7/HLA-A* 01: 280+ HLA-A®02:01:01:01 /HLA-
A*02:01:01:02L/HLA-A*02:01:01:03/HLA-A*02:01:01:04/HLA-A*02:01:01:05,/HLA-A*02:01:01:06,HLA-
A*02:01:01:07/HLA-A*02:01:01:08/HLA-A*02:01:01:09/HLA-A*02:01:01: 10/HLA-A*02:01:01: 11 /HLA-

ATDZ 010012 HLA-ATDZ:0L:0L: 13/ HLA-ATD2:01:01: 14/HLA-AD2:01:00: 15/H LA-A®D2:01:01: 16/ HLA-

A*02:01:01:1 7/HLA-A02:01:01: 18/HLA-A*02:01:01:19/HLA-A*02:01:01: 20/HLA-A*02:01:01: 21 /HLA-
AT02:01:01:2 2/ HLA-A"02:01:01: 23/HLA-A02:01:01: 24/HLA-A®D2-:01:01- 25/ HLA-A®02Z2:01 -0 1-26/HLA-
AT02:01:01:27/HLA-A®02:01:01:28/HLA-A®02:01:01:29/HLA-A%02:01:01:30/HLA-A*02:01:01:31 /HLA-

ATDZ 01013 HLA-ATDZ: 0101 33/ HLA-A®D2:01:01: 34/ HLA-A%D2:01:01: 35/ HLA-A* D201 01 - 36/ HLA-
A*02:01:01:37/HLA-A®02:01;01; 3&/HLA-A®02:01:01:39/HLA-A"02:01:01:40/HLA-A*02:01:01:41 /HLA-
A*02:01:01:42/HLA-A*02:01:01:4 3/HLA-A®02:01:01:44/HLA-A*02:01:01:45/HLA-A*02:01:01:46/HLA-
A*02:01:01:47/HLA-A®02:01:01;:48/HLA-A®02:01:01:49/HLA-A%02:01:01:50/HLA-A*02:01:01:51 /HLA-
A*02:01:01:52/HLA-A02:01:130/HLA-A*02:01: 135/HLA-A®02:01: 148 /HLA-A*02:665/HLA-A®02:686/HLA-

A*02 689 HLA-A*02: 7 16/HLA-A*02:7 19/ HLA-A02: 72 2/HLA-A* 02 : 74 2 M HLA-A®02: T 44 FHLA-A02: 77 9< /plstring >
<fallele-assignment>

<typing-method>

<sbt-ngs locus="HLA-A" test-id="MiSeq" test-id-source="Histogenetics™ /»

</typing-method>

<oonsensus-sequence date="2021-11-10">

<reference-database availability="public” name="IMGT/HLA" version="3.34.0">

<reference-sequence id="refl" name="HLA-A*01:01:01:01" />

<freference-databases

<reference-database availability="public” name="IMGT/HLA" version="3.34.0">

zreference-sequence id="ref2" name="HLA-A*02:01:01:01" />

<freference-database>

<Consensus-sequence-block reference-sequence-id="refl"” description="HLA-A Exonl" phase-set="1"
continuity="false">
<sequence>ATGGLCETCATGECGCCCCGAACCCTOCTOCTGETACTCTCOGGGGLCCTEG CCCTEACOCAGACCTGGGLGG< s
quences

<fconsensus-sequence-block>

“consensus-sequence-block reference-sequence-id="refl" description="HLA-4 Exon2" phase-set="2"
continuity="false">
wsequence>GCToOCACTCCATGAGGTATTTCTTCACATCOGTGTCCCGGLCOGGLCGLGEGGAGLOCOGCTTCATCGLCGTGGG
CTACGTGGEACGACACGCAGTTCGTGLGGTTCGACAGUGACGLOG CoAGLCAGAAGATGLAGLCGCGEELGLOGTEGATAGAG
CAGGAGGGECCOGAGTATTGGEACCAGGAGACACGGAATATGAAG GCCCACTCACAGACTGACCGAGLGAACCTGEGGACCE
TGOGCGECTACTACAACCAGAGLGAGGALG fsaquences

<fconsensus-sequence-blocks

<eonsensus-sequence-block reference-sequence-id="refl"” description="HLA-A Exon3" phase-set="2"
continuity="false">

<sequence>GT TCTCACACCATCCAGATAATGTATCGCTGCGACGTGG GGCCGEACGEGECGCTTCCTCCGLGGGTACCGGLAGES
ACGCCTACGACGGCAAGGATTACATCGOCCTGAACGAGGACCTGOGLTCTTGGACCGCGGLGEACATGGCAGCTCAGATCACCA
AGCGCAAGTGGOAGGCGETCCATGCGGLGEAGCAGCGGAGAGTCTACCTGGAGGECCGETGLGTGGACGGGCTCCGCAGATA
CCTGGAGAACGEGAAGGAGACGCTECAGCGLACGG </sequences

<fconsensus-sequence-block>



<consensus-sequence-block reference-sequence-id="refl" description="HLA-A Exond" phase-set="3"
continuity="false">

wsequence>ACCCCCCCAAGACACATATG ACCCACCACCCCATCTCTGACCAT GAGGLCACCCTGAGG TGLTGGGCCCTGGGCTT
CTACCCTGCGGAGATCACACTGACCTGGCAGCGGGATGEGEAGGACCAGALCCAGGACACGGAGCTCOTGEAGACCAGGCLT
GLAGGGGATGEAACCTTCCAG AAGTEEGCGGETETEETGETGCCTTCTGGAGAG GAGCAGAGATACACCTGOCATGTGCAGCA
TEAGGGTCTGLCCAAGCCOCTCACCCTCGAGATEEG < sequence

<fconsensus-sequence-block=

=oonsensus-sequence-block reference-sequence-id="ref2" description="HLA-A Exonl" phase-set="4"
continuity="false">
wsequence>ATGGLCGTCATGGCGCCCCGAACCCTCGTCCTGCTACTCTCGGGGGCTCTEGOCCTGACCCAGACCTGGGLGG/s
BOUERCE>

=fconsensus-sequence-block=

seonsensus-sequence-block reference-sequence-id="ref2" description="HLA-A Exon2" phase-set="5"
continuity="false">

<sequence>GCTCTCACTCCATGAGGTATTTCTTCACATCCGTGTOOCG GCCCGELCGLEGEEAGCCCCGCTTCATCGCAGTGGG
CTACGTGGACGACACGCAGTTCGTGOGGTTCGACAGUGACGLOG CGAGLCAGAGGATGGAGLCGLGGECECCGTGGATAGAG
CAGGAGGGTCCGGAGTATTGGGACGEGGAGACACGGAAAGTGAAG GCCCACTCACAGACTCACCGAGTGGACCTGGGGACCT
TGCGCGGLTACTACAACCAGAGCGAGGLCG</sequence>

</consensus-sequence-block=

woonsensus-sequence-block reference-sequence-id="ref2" description="HLA-A& Exon3" phase-set="5"
continuity="false"»
<sequence>GTTCTCACACCGTCCAGAGGATGTATGGLTGLGACGTGEGETOGGACTGEOGUTTCCTCCGCGGGTACCACCAGT
ACGCCTACGACGGCAAGGATTACATOGOCCTGAAMGAGGACCTGCGCTOTTGGACCG COGLGGACATGGCAGCTCAGACCACC
AMGCACAAGTGOOAGGCOGCCCATGTGECEEAGCAGTTGAGAGCCTACCTGEAGGGCACGTGOGTGGAGTGGCTOOGLAGAT
ACCTGGAGAACGGGAAGGAGACGCTGCAGCGCACG G /sequence>

</consensus-sequence-block>

woonsensus-sequence-block reference-sequence-id="ref2" description="HLA-A Exond" phase-set=""
continuity="false">
<sequence>ACGLLCCCAAAACGCATATGACTCACCACGCTGTCTCTGALCATGAAGCCACCCTGAGGTGCTGG GLCCTGAGCTT
CTACCCTGCGGAGATCACACTOACCTOGCAG GGG ATOG GEAGGACCAGACCCAGGACACGGAGCTCGTGOAGACCAGGCLT
GCAGGGEATGGAACCTTOCAGAAGTGGGLGGCTE TG TGGTGLCTTCTGGACAGGAG CAGAGATACACCTGUCATGTGCAGCA
TEAGGGTTTGCCCAAGCCOCTCACCCTGAGATGEG </ sequences

<fconsensus-sequence-blocks

<fconsensus-sequences

<ftyping>

<typing date="2021-11-10" gene-family="HL&" >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.07>
<glstring>HLA-B*35:02:01:01/HLA-B*35:02:01:02/HLA-B*35:02:01:03+HLA-B*35:01:01:01/HLA-8= 35:01 :01 :02 /HLA-
B*35:01:01:03/HLA-B* 35:01:01:04/HLA-B*35:01:01:05/HLA-B* 35:01:0 1 :06 /HLA-B* 35:01:01:07 /HLA-
B*35:01:01:08/HLA-B*35:01:01:09/HLA-B*35:01:01: 10/HLA-B* 35:01:00: 11 /HLA-B*35:01:01: 12 fHLA-
B*35:01:01:13/HLA-8*35:01:01:14/HLA-B*35:01:01:15/HLA-B*35:01:23/HLA-B*35:4 2:01/HLA-B*35:33 2 /HLA-
B*35:347/HLA-B*35:365/HLA-B*35:370/HLA-B* 35:376/HLA-B* 35:380/HLA-B*35:383</glstring>
<fallele-assignment>

<typing-method>

<sht-ngs locus="HLA-B" test-id="MiSeq" test-id-source="Histoganatics" />

</typing-method=>

<consensus-sequence date="2021-11-10">

=reference-database availability="public” name="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref3" name="HLA-B*35:02:01:01" />

<freference-databases

<reference-database availability="public" rame="1MGT/HLA" version="3.34.0">

<reference-sequence id="ref4" name="HLA-B*35.01.01:01" />

<freference-database>

“oonsensus-sequence-block reference-sequence-id="ref3" description="HLA-B Exon2” phase-set="1"
continuity="false">
<sgquence>GCTOCCACTCCATGAGGTATTTCTACACCGCCATETOCCGGLOCEGGULGLEGEGEAGCCCOGCTTCATCOGLAGTGEG
CTACGTGGACGACACCCAGTTCGTEAGGTTCGACAGCGALGCCGOGAGTCCGAGGACGEAGLLOOGG GCGCCATGGATAGAGT



AGGAGGGGELCGEAGTATTGGGACCEGAACACACAGATCTTCAAGACCAACACACAGACTTALCGAGAGAGCCTGCGGAALITG
CGOGGCTACTACAACCAGAGCGAGGCCGS/sequences

</consensus-sequence-block=

coonsensus-sequence-block reference-sequence-id="ref3" description="HLA-B Exon3” phase-spt="1"
continuity="falsa">
<sequence>GaTCTCACATCATCCAGAGGATGTATGGITGLGACCTOEEEICLCALGEGCGCTTOCTCCGOGGGCATAACCAGT
ACGOCTACGACGGCAAGGATTACATCGOCCTGAACGAGGACCTGAGCTCCTGGACCGCOGCGEACACCGCOECTCAGATCACCC
AGCGCAAGTGEEAGGLGEOCCETETEELGGAG CAGCTGAGAGLCTACCTOGAGGGLCTGTGLGTGGAGTGGLTCOGCAGATA
CCTGGAGAACGGGAAGGAGACGCTGCAGOGOGOGGL sequences

<fconsensus-sequence-block:=

<eonsensus-sequence-block reference-sequence-id="ref3" description="HLA-B Exond” phase-set="2"
continuity="false">
wsequence>ACCCOCCAAAGACACACGTGACCCACCACCCCOTCTCTGACCATGAGGCCACCCTGAGGTGCTGGEOCCTGGGETT
CTACCCTGCGGAGATCACACTGACCTGGCAGCGEGATGG CGAGGACCAAACTCAGGACACTGAGCTTGTGRAGACCAGACCAG
CAGGAGATAGANCCTTCCAGAAGTGGGCAGCTGTGGTGETGCCTTCTGGAGAAGAGCAGAGATACACATGCCATG TACAGCAT
GAGGGGCTGCCGAMGCCCCTCACCCTGAGATG GG /sequances

</consensus-sequence-block:=

<consensus-sequence-block reference-sequence-id="refd" description="HLA-B Exon2” phase-set="3"
continuity="false">
wsegquence>aCTCOCACTCOATGAGGTATTTCTACACCGCCATETOLCGGCCOEGUIGLEGEEGAGLCCCECTTCATOGCAGTGEG
CTACGTGGACGACACCCAGTTCGTEAGGTTCGACAGCGACGCCGOGAGTOCGAGEACGGAGCOCCGEGCGCCATGGATAGAGT
AGGAGGGGLCGEAGTATTGGGACCGGAMCACACAGATCTTCAAGACCAACACACAGACTTALCGAGAGAGCCTGCGGAACLTG
CGOGGCTACTACAACCAGAGCGAGGCLG/sequence>

=fconsensus-sequence-block:=

<consensus-sequence-block reference-sequence-id="refd” description="HLA-B Exon3” phase-set="3"
continuity="false">

<sequence>GaTCTCACATCATCCAGAGGATGTATGGLTGLGACCTGEGELCCGALGEGCG CCTCCTCCGLGGRGLATGACCAGT
COGCCTACGACGGCAAGGATTACATCGCCCTGAACGAGGACCTGAGCTCCTGGACCGLGGOGGEACACCGOGLITCAGATCACCC
AGCGCAAGTEGEAGGLEELLCETOTEGOGEAG CAGCTGAGAGUCTACCTGGAGGGLLTGTGLETGGAGTGGCTCOGCAGATA
CCTGGAGAACGGGAAGGAGACGCTGCAGCGOGLGG/sequence>

<fconsensus-sequence-block>

“oonsensus-sequence-block reference-sequence-id="refd" description="HLA-B Exond” phase-set="4"
continuity="false">

wsequence>ACCOCCCAAAGACACACGTEACCCACCACCCCOTCTCTGACCATEGAG GOCACCCTCGAGGTOCTOLGCCCTGGGITT
CTACCCTGCGEACATCACACTGACCTOGCAGCGGCATOO CGAGGACCAAACTCAGCACACTGAGCTTOTGCAGACCAGACCAG
CAGGAGATAGAACCTTCCAGAMGTGGECAGCTGTGETGGTGOCTTCTGGAGAAGAGCAGAGATACACATGLCATG TACAGCAT
GAGGGGLTGCOGAAGLCCCTCACCCTGAGATG GG sequences

< feonsensus-sequence-block>

</ CONSENSUS-SEqUEnCes

<ftyping>

<typing date="2021-11-10" gene-family="HLA" =

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
<glstring>HLA-C*04:01.01:01/HLA-C*04:01:01:02/HLA-C*04:01:01:03/HLA-C*04:01:01:04/HLA-C* 04,01 :01 :05/HLA-
CH0d:01:01:06/HLA-C*04:01:01 07 /HLA-C* 04 010108/ HLA-C*04:01:01:09/HLA-C*04:01 101 - 10/ HLA-
C*04:01:01:11/HLA-C*04:01:01:12/HLA-C*04:01:01:1 3/HLA-C*04:01:01: 14/HLA-C*04:01:01:15,/HLA-
CH0d:01:01: 16/ HLA-C*04:01: 0L 17/ HLA-C* 04 0 101 18/ HLA-C* 040101 19/ HLA-C* 040101 - 20/ HLA-
CH04:01:01: 2 1/ HLA-C*04:01 01 - 22 HLA-C* 0801002 3/ HLA-C*04:01:0 1 : 24/ HLA-C* 04:01 101 - 25/ HLA-
CH04:01:01:26/HLA-C*04:01: 78 HLA-C* 0400 79/ HLA-C*04:01: 83 /HLA-C* (40 1:85/ HLA-C* 0401 86 /HLA-

C*04:01:92 /HLA-C*04: 82/ HLA-C*0d: 2 26/ HLA-C*0d: 2 75/ HLA-C* 042 77 MHLA-C ™04 : 2 98 FHLA-C *Dd : 306 /HLA-
C*0d:308/HLA-C*04:321/HLA-C*04:322 /HLA-C*04:327 MHLA-C*04:330+HLA-C*04:01:01:01/HLA-C*04:01:01: 02 fHLA-
CP04:01:01:03/HLA-C*04:01:00 0/ HLA-C* 0450 100 05/ HLA-C* 0401 :01: 06/ HLA-C* 04:01 :01 .07 /HLA-
C*04:01:01:08/HLA-C*04:01:01 :09/HLA-C*04:0 101 - 10/ HLA-C*04:01:01: 1 1 /HLA-C*04:01:01 :12 /HLA-
C*04:01:01:13/HLA-C*04:01:01:14/HLA-C*04:01:01:15/HLA-C*04:01:01:16/HLA-C*04:01:01:17/HLA-
Cr0d:01:01:18/HLA-C*04:01:01 : 19/HLA-C*04:01 01 : 20/HLA-C*04:01:01:2 1/ HLA-C*04:01 :01: 22 /HLA-
C*04:01:01:23/HLA-C*04:01:01:24/HLA-C*04:01:01:25/HLA-C*04:01:01:26/HLA-C*04:01:78/HLA-C*04:01: 79/HLA-
C*0u:01:83/HLA-C*04:01:85/HLA-C*04:01 :B6/HLA-C*04:01:92 /HLA-C* 0482 FHLA-C*04:2 26 /HLA-C* 04 -2 75 /HLA-



Co04: 277 HLA-C*04: 298/ HLA-C*04:306/HLA-C*04: 308 MHLA-C*0M:32 1 /HLA-C*04: 322 /HLA-C*04:327 HLA-
C*04:330</glstring>

</allele-assignment>

styping-method>

<sht-ngs locus="HLA-C" test-id="MiSeq" test-id-source="Histogenetics" />

</typing-method>

<consensus-sequence date="2021-11-10">

zreference-database availability="public” rame="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref5" name="HLA-C*04:01:01:01" />

<freference-database>

<eonsensus-sequence-block reference-sequence-id="refs" description="HLA-C Exon2” phase-set="1"
continuity="false">
<sequence>aCTCCCACTCCATGAGGTATTTCTCCACATCCGTATOCTGGLOCGGLCGUGEGoAGCLCOGCTTCATCGLAGTGGG
CTACGTGGACGACACGCAGTTCGTGOCGTTOGACAGCOACGLOG OEAGTCCAAGAGGGLAGCCOLOOEAGCOOTEGOTOGAG
CAGGAGGGECCGGAGTATTGGGACCGGGAGACACAGAAGTACAAGCGCCAGGCACAGGCTGACCGAGTGAACCTGCGEAMAC
TGOGCGGCTACTACAACCAGAGCGAGGACG. [sequences

</consensus-sequence-block:

<consensus-sequence-block reference-sequence-id="ref5" description="HLA-C Exon3” phase-set="1"
continuity="false">
wsegquence>GaTCTCACACCCTCCAGAGGATGTTTGGCTGLGACCTGGGEOCGEACGEGLGCCTCCTCCGCOGETATAACCAGT
TCECCTACGACGGCAAGGATTACATCGOCCTGAACGAGGATCTGLGCTCCTGGACCGICGOGGACACGRIGG CTCAGATCADCC
AGCGCAAGTEGGAGGLGEOCCETGAGGCGGAGCAGCGGAGAGCCTACCTGGAGGGCACGTGLETGGAGTGGCTCCGLAGAT
ACCTGGAGAACGGGAAGGAGACGCTGCAGCGCGLGG/ /sequence>

=fconsensus-sequence-block:=

<consensus-sequence-block reference-sequence-id="ref5" description="HLA-C Exond” phase-set="2"
continuity="false">
<sequence>AACACCCAAAGACACACGTGACCCACCATCCOGTCTCTGACCATGAGGLCACCCTGAGGTGLTGEECCCTGEGEETT
CTACCCTGOGGAGATCACACTGACCTGGCAGTGGEATGEGEAGGACCARACTCAGGACADCGAGCTTGTGGAGACCAGGCCAG
CAGGAGATGGAALCTTOCAGAAG TG GECAGCTETGETEGETGCCTTCTGEAGAAGAG CAGAGATACACGTGCCATGTTCAGCAL
GAGGGGCTGCOGGAGCCCCTCACCCTGAGATGGAS sequence

<fconsensus-sequence-block>

“oonsensus-sequence-block reference-sequence-id="ref5" description="HLA-C Exon7” phase-set="3"
continuity="false">

<sequence>CCAGCAACAGTGCCCAGGGCTCTGATGAGTCTCTCATCGCTTGTAAAG. /sequence>
<fconsensus-sequence-blocks

<fconsensus-sequences

<ftyping>

<typing date="2021-11-10" gene-family="HLA" >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
<glstring>HLA-DRB1*11:084 :01+HLA-DRBI*13:03:01</glstring>

<fallele-assignment>

<typing-method=

<sbt-ngs locus="HLA-DRB1" test-id="MiSeq" test-id-source="Histogenetics" />

</typing-method>

<COnsensus-sequence date="2021-11-10">

<reference-database availability="public" name="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref7" name="HLA-DRB1*11:04:01" /=

<freference-database>

<reference-database availability="public” name="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref8" name="HLA-DRB1%*13:03:01" />

<freference-database>

<consensus-sequence-block reference-sequence-id="ref?" description="HLA-DRB1 Exon2" phase-set="1"
continuity="false">

wsequence>CACGTTTCTTGGAG TACTCTACGTCTGAGTGTCATTTCTTCAATG G GACGEAGLGEGTGOGGTTCCTGGACAGATA
CTTCTATAACCAAGAGGAGTACGTGCGCTTCGACAGCGACGTGGOGEAGTTOOGGECEGTGACGEAGCTGEEGLGGECCTGATG
AGGAGTACTGGAACAGCCAGAAGGACTTCCTGGAAGACAGGUGGGLLGCGGTEGGACACCTACTGCAGACACAACTACGGGGTT
GTGGAGAGCTTCACAGTGCAGCGGOGAG </ sequence>



<fconsensus-sequence-block:=

<ponsensus-sequence-block reference-sequence-id="ref?" description="HLA-DRB1 Exon3” phase-set="2"
continuity="false"=

wiequence>TOCATCCTAAGGTGACTGTGTATCCT TCAAAGACCCAGCCOCTGCAGCACCACAACCTCCTGGTCTGTTCTG TGAGT
GETITCTATCCAGGCAGCATTGAAGTCAGGTGGTTOLGGAATGGCCAG GAAGAG AMGACTGGGGTGG TG TCCACAGGOCTGAT
CCACAATGGAGACTGGACCTTCCAGACCCTGGTGATG TG AAACAGTTCCTCGGAGTGGAGAGGTTTACACCTGCCAAGTGGA
GCACCCAAGCGTGACAAGCCCTCTCACAGTGGAATGGAS sequence>

=/consensus-sequence-block=

<oonsensus-sequence-block reference-sequence-id="ref8" description="HLA-DRB1 Exon2" phase-set="3"
continuity="false">

wspquence>CACGTTTCTTGGAG TACTCTACGTCTGAGTGTCATTTCT TCAATGGGACGEAGLGEETGCGGTTCCTGGACAGATA
CTTCTATAACCAAGAGGAGTACGTGCGCTTCGACAGOGALGTEGGE GAGTACCGG GLGGTEALGGAGLTGGEEEGGICTAGE
GLOGAGTACTGGAACAGLCAG AAGGACATCCTGEAAGACAAGLEOELLGCGGTGLACACCTACTGCAGACACAACTACGGGET
TGGTGAGAGCTTCACGGTGCAGCGGCGAGS /sequence >

=/consensus-sequence-block>

<oonsensus-sequence-block reference-sequence-id="ref8" description="HLA-DRB1 Exon3" phase-set="4"
continuity="false">
=sequence>TOCATCCTAAGGTEACTG TG TATCCT TCAAAGACCCAGCCCCTGCAGCACCACAACCTCCT GETCTGTTCTGTGAGT
GOTTTCTATCCAGGCAGCATTGAAGTCAGGTGETTCOGGAATGGLCAGGAAGAGAAGACTGGEGTEG TG TCCACAGGLCTGAT
COACAATGEAGACTGGACCTTCCAGACCC TGO TEATGCTGGAAACAGTTOCTCGGAGTGGAGAGGTT TACACCTGCCAAGTGEA
GCACCCAAGCGTGACAAGCCCTCTCACAGTGGAATGGA< sequence>

<fconsensus-sequence-blocks

ﬂfcnrﬁensus-sequence:

<ftyping>

<typing date="2021-11-10" gene-family="HLA"»

<allele-assign ment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
<plstring>HLA-DRB3*01:01:02:01/HLA-DRE3*01:01:02 02+HLA-DRB3*02:02:01:01/HLA-
DRA3I*02:02:01:02</glstring>

<fallele-assignments

<typing-method>

<sht-ngs locus="HLA-DRB3" test-id="Mi5Seq"” test-id-source="Histogenetics" />

<typing-method>

<consensus-sequence date="2021-11-10">

<reference-database availability="public" name="IMGT/HLA" version="3,34.0">

<reference-sequence id="ref9" name="HLA-DRE3*01:01:02:01" /=

<freference-database>

zreference-database availability="public™ name="IMGT/HLA" version="3.34.0">

creference-sequence id="refl0" name="HLA-DRB3*02:02:01:01" />

<freference-database>

<consensus-sequence-block reference-sequence-id="ref9" description="HLA-DRB3 Exon2" phase-set="1"
continuity="false">
wsequence>CACGTTTCTTGGAGCTGOGTAAGTCTGAG TG TCAT TTCT TCAATGGGACGGAGCG GETECGGTACCTGGACAGATA
CTTCCATAACCAGGAGGAGTTCCTEOGCTTCGACAGIGACGTEOGEGAGTACCGGECGGTEACGGAGCTGEEGELGGOLTGTCG
COGAGTCCTGEAACAGUCAGAAGGACCTCCTGGAGCAGAAGCGEGGLLGEGETGGACAATTACTGCAGACACAACTACGGGGTT
GGTGAGAGCTTCACAGTGCAGCGGCGAG s /sequence>

</consensus-sequence-block=

<consensus-sequence-block reference-sequence-id="ref9" description="HLA-DRB3 Exon3" phase-set="2"
continuity="false"=

wsequence>TOCATCCTCAGG TGACTGTGTATCCTGLAAAGACCCAGCCCCTGLAGCACCACAACCTCCTGGTCTGCTCTGTGAGT
GETITCTATCCAGG CAGCATTGAAGTCAGGTGGTTCOGGAACGEGCCAGGAAGAGAAGGLTGEGGTGETGTCCACGGGLCTGAT
CCAGAATGGAGACTGGACCTTOCAGACCCTGGTGATGCTAGAAACAGTTCCTCGGAGTGGAGAGGTTTACACTTGLCAAGTGGA
GCACCCAAGCGTAACGAGCGCTCTCACAGTGGAATGGAS sequence>

<fconsensus-sequence-block:=

“oonsensus-sequence-block reference-sequence-id="refl0" description="HLA-DRB3 Exon2” phase-set="3"
continuity="false">

<sgquence>CACGTTTCT TGGAGCTGCT TAAGTCTGAGTGTCATT TCTTCAATG GGACGGAGLGGGTGLGGTTCCTGGAGAGACA
CTTCCATAMCCAGGAGGAGTACGCGCGCTTCGACAGCGALGTOG GEEAGTACCGGELEGTEAGGEAGITGOEGIGGLCTEAT



GLOGAGTACTGGAACAGOCAG AAGGACCTCCTGGAG CAGAAGLGG G GLCAGG TGEACAATTACTGCAGACACAACTACG GGG
TTGGTGAGAGCTTCACAGTGCAGCOGGOGAG: [sSequence>

</consensus-sequence-block=

coonsensus-sequence-block reference-sequence-id="refl0" description="HLA-DRB3 Exon3" phase-set="4"
continuity="falsa">

<sequence>TOCATCCTCAGGTGACTOTGTATCCTGLAAAGACCCAGCCCCTGCAG CACCACAACCTCCTGGTOTGUTCTGTGAGT
GETITCTATCCAGGCAGCATTGAAGTCAGGTGETTCOGGAACGGCCAGCAAGAGAAGGLTGEGGTGETGTCCACGGGLCTGAT
COAGAATGGAGACTGGACCTTCCAGACCCTGGTEATGCTAGARACAGTTCCTCGGAGTGGAGAGGTTTACACCTGCCAAGTGGA
GCACCCAAGCGTAACGAGCCCTCTCACAGTGGAATGGAL sequences

</consensus-sequence-block:=

</ EONsENSUS- SEqUences

</typing>

<typing date="2021-11-10" gene-family="HLA >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">

<haploid type="NNNN" method="DNA" locus="HLA-DRB4"™ />

<fallele-assignment >

<typing-method:

<sbt-ngs locus="HLA-DRB4™ test-id="Mi%eq" test-id-source="Histogenetics" />

</typing-method=>

</typing>

<typing date="2021-11-10" gene-family="HLA">

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allzle-version="3.34.0">

<haploid type="NNMNN" method="DNA" locus="HLA-DRBES" />

=/allele-assignment>

<typing-method>

<sbt-ngs locus="HLA-DRB5" test-id="Mi5eq" test-id-source="Histogenetics" />

<ftyping-method>

<ftyping=>

<typing date="2021-11-10" gene-family="HLA">

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.0">
<glstring>HLA-DQB1*03:01:01:01/HLA-DQA1*03:01:01:02/HLA-DQOB1*03:01 :01:03/HLA-DOB1*03:01:01:04/HLA-
DOB1*03:01:01:05/HLA-DQB1*03:01:01:06/HLA-DAB1*03:01 01 :07/HLA-DOB1*03:01 01 :08 /HLA-
DOB1*03:01:01:09/HLA-DOB1*03:01:01:10/HLA-DOBI*03:01:01 -1 1/HLA-DOB1*03:01 01 -1 2 FHLA-
DOB1*03:01:01:14/HLA-DOB1*03:01:01:15/HLA-DOB1*03:01:01:16/HLA-DOB1*03:01:01:17/HLA-
DOB1*03:01:01:18/HLA-DOB1*03:00:01 - 19/HLA-DOB1*03:01 00 - 20/HLA-DOB1*03:01 -4 1 FHLA-DOB1*03:01 :43 HLA-
DQB1*03:01:44/HLA-DOR1*03:276N/HLA-DOB1*03: 292 /HLA-DOA1*03:293/HLA- DOR1*03: 294 /HLA-
DOB1*03:297+HLA-DQR1*03:01:01:01/HLA-DOB1*03:01:01:02/HLA-DOB1 *03:01:01:03/HLA-
DOB1*03:01:01:04/HLA-DOB1*03:01:01:05/HLA-DOBLI*03:01 01 .05/ HLA-DOB1*03:01 01 -07 fHLA-
DOB1*03:01:01:08/HLA-DOB1*03:01:01:09/HLA-DOB1*03:01:01:10/HLA-DQB1*03:01:01:11/HLA-
DOB1*03:01:01:12/HLA-DOB1*03:01:01:14/HLA-DOBI*03:01:01 -1 5/HLA-DOB1*03:01 01 - 16/ HLA-
DOR1*03:01:00:17/HLA-DOB1*03:01:.01: 18/HLA-DAB1*03:01 01: 19/HLA-DAB1*03:01 0120/ HLA-
COB1*03:01:41/HLA-DOR1*03:01:43/HLA-DOB1*03:01:44/HLA-DOB1*03 276N/ HLA-DOB 1703292/ HLA-
DQB1*03:293/HLA-DOB1*03:294/HLA-DOB1 *03:297< /glstring>

</allele-assignment>

<typing-method=

<sbi-ngs locus="HLA-DOB1" test-id="MiSeq" test-id-source="Histogenetics™ />

</typing-method>

<oonsensus-sequence date="2021-11-10">

<reference-database availability="public” name="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref11" name="HLA-DOB1*03:01:01:01" />

<freference-database>

<ponsensus-sequence-block reference-sequence-id="ref11" description="HLA-DQB1 Exon2" phase-set="1"
continuity="false">
wsequence>AGGATTTCGTGTACCAGTTTAAGGLCATGTGLTACTTCACCAACGGEACGGAGLGCGTGCGTTATGTGACCAGATA
CATCTATAACCGAGAGGAGTACGCACGCTTCGACAGCGACGTGGAGGTETACCGGGLEGTGACGLOGCTGGGGCCGCCTGALG
COGAGTACTGGAACAGCCAGAM GAAGTCCTGGAGAGGACCOGGGLGGAGTTGEACACGG TOTGCAGACACAACTACCAGTT
GGAGCTCCGCACGACCTTGCAGCGGCGAG /sequence>



<fconsensus-sequence-block:=

<ponsensus-sequence-block reference-sequence-id="refl1l" description="HLA-DQBE1 Exon3" phase-set="2"
continuity="false"=

wiequence>TEHAGCCCACAGTGACCATCTCCCCATOC AGGACAGAGGCCCTCAACCACCACAACCTGCTGGTCTGITCAGTGAL
AGATTTCTATCCAGCCCAGATCAAAGTCCGGTGETTTOG GAATGACCAGGAGGAG ACAACCGGLGTTGTGTCCACCCOOCTTATT
AGGAACGETGACTGGACCTTCCAGATCCTGGTGATGCTGGAAATGACTCCCCAGCATGG AGACGTCTACACCTGCCALGTGGAG
CACCCCAGCCTCCAGAACCCCATCACCGTGGAGTGGCx/sequence>

=/consensus-sequence-block=

<fconsensus-sequences

<ftyping>

<typing date="2021-11-10" gene-family="HLA >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.07>
<glstring=HLA-DPB1*03:01:01:01/HLA-DPB1*03:01:01:02/HLA-DPB1*03:01:01:03/HLA-DPB1*03:01:01:04/HLA-
DFB1*03:01:01:05/HLA-DPB1*03:01:01:06/HLA-DPB1*03:01:01:07 /HLA-DPB1*03:01:01:08/HLA-
DPBL*03:01.01:09/HLA-DPE1I*03.01.00: 10/HLA-DPB1*03:01:01: 11 /HLA-DPBL* 104:01:01:01 /HLA-
DPE1*104:01:01:02/HLA-DPB1* 104:01:01:03/HLA-DPBE1*104:01:01:04/HLA-DPB1* 104:01:01:05/HLA-
DPB1*124:01:01:01/HLA-DPE1*124:01:01:02/HLA-DPB1*124:01:02 fFHLA-DPB1*662:01+HLA-DPB1*04:01 :01:01/HLA-
CPBL"4:01:01:02/HLA-DPEL"04:01 :01-03/HLA-DPB1"04:01:01:04/HLA-DPBL*04:01:01:05/HLA-
DPE1*04:01:01:06/HLA-DPB1*04:01:01:07 /HLA-DPE1*04:01:01:08/HLA-DPE1*04:01:01:09/HLA-
DPB1*04:01:01:10/HLA-DPBL*04:01:01:1 1/HLA-DPB1*04:01:01: 12/HLA-DPBL*04:01:01: 13 /HLA-
DPB1*04:01:01:14/HLA-DPB1*04:01:01:15/HLA-DPB1*04:01:01: 16/HLA-DPB1*04:01:00:17 /HLA-
DPBL*04:01:01:18/HLA-DPB1*04:01 01 19/HLA-DPB1*04:01:01: 20/HLA-DPBL1*04:01:01: 21 FHLA-
DPEL*04:01:01:22/HLA-DPE1*04:01:01:2 3/HLA-DPBE1*04:01: 01 : 24N/HLA-DPE1 * 040101 - 25 /HLA-
DPE1*04:01:01:26/HLA-DPB1*04:01:01:27/HLA-DPB1*04:01:01: 28/HLA-DPBE1*04:01:01:29/HLA-
DPB1*04:01:01:30/HLA-DPBL*04:01:01:31/HLA-DPB1%04:01:01: 32/HLA-DPB1*04:01:01:33/HLA-DPB1* 350:0 1 /HLA-
DPE1*G70:01/HLA-DPEL*702 01 </glstring=

<fallele-assignrments

<typing-methad>

<sbt-ngs locus="HLA-DPB1" test-id="MiSeq" test-id-source="Histogenetics” /=

<ftyping-method>

coonsensus-sequence date="2021-11-10">

<reference-database availability="public” name="IMGT/HLA" version="3.34.0">

<reference-sequence id="refl3" name="HLA-DPB1*03:01:01" />

<freference-database>

<reference-database availability="public" name="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref14" name="HLA-DPB1*04:01:01" />

<freference-database>

coonsensus-sequence-block reference-sequence-id="refl3" description="HLA-DFB1 ExonZ" phase-set="1"
continuiby="false">
<sequence>AGAATTACGTGTACCAGTTACGGUAGGAATGCTACGCGTTTAATGECACACAGLGITTCCTGGAGAGATACATCTA
CAACCGGGAGGAGTTCETGOGCTTCGACAG CEACGTGEEEGAGTTCCGGGUG GTEACGGAGETGEGECGECCTGATGAGGAC
TACTGGAACAGDCAGAAGGACCTCCTGOAGGAGAAGC GO CAGTECCGGACAGEGTATGCAGACACAACTACGAGCTGGALG
AGGCCGTGACCCTGCAGCGCOGAG</sequences

</consensus-sequence-block:=

<oonsensus-sequence-block reference-sequence-id="ref13" description="HLA-DPB1 Exon3" phase-set="2"
continuity="false">
<sequence>CCTCCAAGAAGGGGELCCCTGCAGCACCACAACCTGCTTOTCTGLCACGTCACAGATT TCTACCCAGGCAGCATTCA
AGTOCGATGETTCCTGAATGGACAGEAGGAAACAGCTGEGETCOTGTCCACCAACCTEATOCGTAATGGAGACTGGACCTTCCA
GATCCTGGTGATGCTGGAAATGACCCCCCAGCAGG GAGACGTCTACATCTGLCAAGTGGAGCACACCAGUCTGGACAGTOCTGT
CACC</sequence>

<fconsensus-sequence-blocks

<oonsensus-sequence-block reference-sequence-id="ref14" description="HLA-DPB1 Exon2" phase-set="3"
continuity="false">

wsequence>AGAATTACCTT T TCCAGGGACGGCAGGAATGCTACGCGTTTAATGGGACACAGCGCTTOCTGGAGAGATACATCTA
CAACCGGEAGGAGTTCGCEGOGCTTCGACAGCGACGTGGGEGAGTTCOGGGCGETGACGGAGCTEG GECEGLCTGCTECGGAG
TACTGGAACAGCCAGAAGGACATCCTGGAG GAGAAGCGGGLAGTGLOGGACAGGATETGCAGACACAACTACGAGLTGGEOG
GGCCCATGACCCTGCAGCGCCGAG: fsequencas



<fconsensus-sequence-block:=

<ponsensus-sequence-block reference-sequence-id="refl4" description="HLA-DPB1 Exon3” phase-set="4"
continuity="false"=
wsequence>CCTCCAAGAAGGGGLCCTTGCAGCACCACAACCTGCTTGTCTG CCACG TG ACGGATT TCTACCCAGGCAGCATTCA
AGTCCGATGGTTCCTGAATGGACAGEAGGAAMCAGCTGEGGTCGTGTCCACCAACCTGATCCGTAATGGAGACTGGACCTTCCA
GATCCTGGTGATGCTGGAAATGACCCCCCAGCAGG GAGATGTCTACACCTGLCAAGTGGAG CACACCAGCCTGGATAGTCCTGT
CACC</sequence>

=/consensus-sequence-block=

<fconsensus-sequences

<ftyping>

<typing date="2021-11-10" gene-family="HLA >

<allele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.07>

<haploid type="05:EF" method="DNA" locus="HLA-DQAL" /=

<haploid type="05:XX" mathod="DNA" locus="HLA-DQAL" />

=/allele-assignments

<typing-method=

<sbt-ngs locus="HLA-DOAL" test-id="PACBIDRS-1I" test-id-source="Histogenetics” />

</typing-method>

<oOnsensus-sequence date="2021-11-10">

=reference-database availability="public” name="IMGT/HLA" version="3.34.0">

<reference-sequence id="ref15" name="HLA-DQA1*05:05:01:01" />

<freference-database>

<consensus-sequence-block reference-sequence-id="ref15" description="HLA-DOA1 Exon2" phase-set="1"
continuity="false">
<sequence>CTEACCACGTCGCCTCTTATGGTETAAACT TG TACCAGTCTTACGGTCOCTCTGGOCAGTACACCCATGAATTTGAT
GEAGATGAGCAGTTCTACGTGGACCTGGOGAGEAAGGAGACTGTCTGETGTTTGCCTGTTCTCAGACAATTTAGATTTGACCCG
CAATTTGCACTGACAAACATOGC TG TCCTAAAACATAACTTGAACAGTCTGATTAAACGCTCCAACTCTACCGCTGCTACCAATG
Jsequences

=fconsensus-sequence-block>

<oonsensus-sequence-block reference-sequence-id="ref15" description="HLA-DQA1 Exon3" phase-set="2"
continuity="false">
<sequence>AGGTTCCTGAGGTCACAGTGTTTTCCAAGTCTCCCGTGACACTGGGTCAGCCCAACATCCTCATCTGTCTTGTGGAL
AACATCTTTOCTCCT TG G TCAACATCACATGG CTGAGCAATGGGCACTCAGTCACAGAAGGTGTITCTGAGACCAGCTTCCTCTC
CAAGAGTCATCATTCCTTCTTCAAGATCAGTTACCTCACCCTCCTOOCTTCTGCTGAGG AGAGTTATGACTGCAAGGTGGAGCALT
GEGGACTGGACAAGCCTCTTCTGAAACACTOGG/sequente

<fconsensus-sequence-block=

=oonsensus-sequence-block reference-sequence-id="refl5" description="HLA-DOAL Exond” phase-set="3"
continuity="falsa">
<sequence>AGCCTGAGATTCCAGCCCCTATG TCAGAGCTCACAG AGACTGTGGTCTGCGCOCTGEGETTGTCTGTGGGLCTCET
GEGCATTGTGGTGGGCACTGTCTTCATCATCCGAGGLCTGLGTTCAGTTGETGCTTCCAGACACC AAGG GOLCTTGTG A fseque
nees

< fconsensus-sequence-blocks

<ponsensus-sequence-block reference-sequence-id="ref15" description="HLA-DQOAL Exon2” phase-set="4"
continuity="falsa">

asequence=CTEACCACGTCGCCTCTTATGG TG TAAACTTGTACCAGTCTTACGGTCOCTCTGGOCAGTACACCCATGAATTTGAT
GEAGATGAGCAGTTCTACGTGGACCTGGEGAGGAAGGAGACTGTCTGETGTTTGLCTGTTCTCAGACAATT TAGATTTGALLDG
CAATTT G CACTGACAAACATCGCTGTCCTAAAACATAACTTGAACAGTCTGATTAAACGCTCCAACTCTACCGCTGCTACCAATGS
Ssequences

< fconsensus-sequence-blocks

<consensus-sequence-block reference-sequence-id="ref15" description="HLA-DQA1 Exon3" phase-set="5"
continuity="false">

dsequence>AGGTTCCTGAGGTCACAGTGTTTTCCAAGTCTCCCGTEACACTGG GTCAGCCCAMCATCCTCATCTGTCTTGTGGAL
AR ATCTTTCCTCCTGTGGTCAACATCACATGGCTGAGCAATGGGCACTCAGTCACAGAAGGTGTTTCTGAGACCAGCTTCCTCTC
CAAGAGTGATCATTCCTTCT TCAAGATCAGTTACCTCACCTTCCTCCCTTC TGO TGATGAGATTTATGACTGCAAGGTGGAGCALT
GOGGACTGEACAAGCCTCTTCTGAAACACTGGG </ sequence»

=fconsensus-sequence-blocks



<consensus-sequence-block reference-sequence-id="refl5" description="HLA-DOAL Exond” phase-sat="8"
continuity="false">
<sequence>AGCCTGAGATTCCAGCCCCTATGTCAGAGCTCACAGAGACTGTGGTCTGLGCCCTGGGETTGTCTG TG GGLCTCET
GEGCATTGTGGTGGGCACTGTCTTCATCATCCGAGGLCTGLG TTCAGTTGGTGCT TCCAGACACCAAGGGULCTTOTG AL seque
nce>>

</consensus-sequence-blocks

<fconsensus-sequences

</typing>

<typing date="2021-11-10" gene-family="HLA">

zallele-assignment date="2021-11-10" allele-db="IMGT/HLA" allele-version="3.34.07>
<plstring=HLA-DPAL"01-:03:01:01/HLA-DPAL*0L:03:00 02 f HLA-DPAL* D1 030103 HLA-DPAL*01:03:01:04/HLA-
DPAL*01:03:01:05/HLA-DPAL*01:03:01 :06/HLA- DPAL*01:03:01:07 HLA-DPAT*01:03.01:08/HLA-
DPAL*01:03:01:09/HLA-DPAL*01:03:00 - 10/HLA-DPAT*01:03:00 - 11 /HLA-DPAL*01:03:01: 1 2/ HLA-
DPAL*01:03:01:13/HLA-DPAL*01: 14+ HLA-DPA1*01:03:01:01 /HLA- DPA1*01:03:01:02/HLA-DPAL *01:03:01:03/HLA-
DPAL*01 030104/ HLA-DPAL*01:03:01 05/HLA- DPAT*01:03:01 06/ HLA-DPAL*01:03:01:07 /HLA-
DPAL1*01:02:01:08/HLA-DPA1*01:03:01 :09/HLA- DPA1*01:03:01: 10/HLA- DPAL*01:03:01:11/HLA-
DPAL*01:03:01:1 2/ HLA-DPAL*01:03:01:13/HLA- DPAT*01: 14 < /glstring=

<fallele-assignment>

<typing-method=

=sbt-ngs locus="HLA-DPA1" test-id="MiSeq"™ test-id-source="Histogenetics" /=

</typing-method=>

<EOnsensus-sequence date="2021-11-10">

<reference-database availability="public” name="IMGT/HLA" version="3,34.0">

<reference-sequence id="refl?" name="HLA-DPAT*01.03:01:01" /=

<freference-databases

<oonsensus-sequence-block reference-sequence-id="refl7" description="HLA-DPA1 Exon2" phase-set="1"
continuity="falsa"=

<sequencer>CGGACCATGTGTCAACTTATGOCGCGTT TG TACAGACG CATAGACCAACAGG GGAGTTTATGTTTGAATTTGATGA
AGATGAGATGTTCTATGTGGATCTGGACAAG AAGEAGACCGTCTGGLATC TG GAGGAGTT TGGLCAAGCCTTTTCCTTTGAGGE
TEAGGGCGEGCTGLCTAACATTGCTATATTGAACAACAACTTGAATACCTTGATCCAGCGTTCCAACCACACTCAGGCCACCAAD
Gefsequences

<fconsensus-sequence-block>

<consensus-sequence-block reference-sequence-id="refl 7" description="HLA-DPAL Exon3" phase-set="2"
continuity="false">
<sequence>ATCCCCOTGAGGTCACCATGTTTCLCAAGGAGLLTOTGGAGCTEEGCCAGCCCAACACCCTCATCTGOCACATTGA
CAAGTTCTTCCCACCAGTGCTCAACGTCACGTGG TG TECAACGGGGAGCTGETCACTGAGGGTGTCGCTGAGAGCCTCTTCCT
GLOCAGAACAGATTACAGCTTCCACAAGTTCCATTACCTGACCTTITGTGCOCTCAGCAGAGGACTTCTATGACTGCAGGGTGGAG
CACTGGGGCTTGGACCAGUCGLTCCTCAAGCACTG GG fsequencas

</consensus-sequence-block:=

< fconsensus-sequences

<ftyping>

< samples

< /hmil>



